Five hundred eighty-five patients received live
Transplants
Histocompatibility testing plays an important role in donor selection for kidney transplantation and several studies have shown better kidney graft survival when kidney recipients were given HLA matched organs [1, 2] . Advent of DNA based methods for HLA matching has revealed errors rates of up to 25%-30% in serological based methods [3] [4] [5] .
Better matching based on DNA methods have resulted in improved graft survival rates [6] . This paper describes the impact of DNA typing by polymerase chain reaction (PCR) using sequence specific primers (SSP) in a living related renal transplantation programme in term of error rates in serology, acute rejections, graft function and survival. Table 1 . Graft function grades at 1 year and rejection episodes firmed by PCR-SSP for HLA A and the discrepancy rate was 24% while 76 were confirmed for HLA-B with a discrepancy rate of 16% (Figure 2 ).
Patients and Methods
At the A locus the most effected allele was A19 and its splits, A24, A68 and A74. In the missed group A19 comprised 88% of the cases. At B locus cross reactions were the main problem specially (Table 1) . One and three year graft survival was 93% and 87% in Group III as composed to 81% and 69% in Group I (Figure 3 ).
Discussion
The role of HLA matching on graft outcome in kidney transplantation has long been established. thus increasing our donor pool [8] . This is of special significance since living donors offer a once in a lifetime chance of transplantation.
